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Contact
Information

USA (born in Townsville, Australia)Citizenship

Bayes, big data, data science, ecology, epidemiology, genomics, latent structure, machine learning, neu-Research
Interests roscience, networks, nonparametrics.

Emory University, Atlanta, Georgia USAEducation

Ph.D., Biostatistics, May 1997

• Thesis Topic: Statistical Methods for Data with Informative Cluster Size
• School wide top dissertation award in the sciences
• Student paper award, ASA Biopharmaceutical Section
• Distinguished student paper award, International Biometrics Society (ENAR)

Pennsylvania State University, University Park, Pennsylvania USA

B.S., Mathematics, May 1994

• University Scholar’s Program
• Academic Full Scholarship
• NSF Fellowship in Plate Tectonics Modeling

Software
GitHub repository containing code for our methods: https://github.com/david-dunson

Honors &
Awards

• Hogg and Craig Lecturer, University of Iowa, April 2024

• Men’s 50-54 National Champion 50 & 100 Breaststroke + World Record Mixed 200+ Medley Relay,
USMS National Championships, Sarasota, FL, 2023

• Research.com Mathematics Leader Award (Top Scientists in Mathematics), 2023

• Best Paper Award, INFORMS Section on Quality, Statistics and Reliability, 2021

• George W Snedecor Award, COPSS, 2021

• Highly Cited Researcher Award, Web of Science, 2019

• Mitchell Prize, International Society for Bayesian Analysis 2019

• IMS Medallion lecturer, Joint Statistical Meetings, 2019

• David Finney Centenary Lecture, Edinburgh, UK, May 2018

• van Dantzig seminar, Leiden University, Netherlands, March 2018

• John A Lynch lecturer, Notre Dame University, April 2018

• Carnegie Centenary Professor, Scotland, 2018

• Snedecor Lecturer, Iowa State University, May 2018

• Mitchell Prize, International Society for Bayesian Analysis, 2018

• JASA-T&M invited paper, Joint Statistical Meetings, Baltimore 2017
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• Bradley Lecturer, Department of Statistics, University of Georgia 2017

• Plenary Speaker, International Society for Bayesian Analysis, Cagliari, Italy, June 2016

• Winner DeGroot Prize for best published book in Bayesian statistics, June 2016

• Fellow of the International Society of Bayesian Analysis (ISBA), June 2016

• Editor, Journal of the Royal Statistical Society Series B, January 2016-

• Winner, LinkedIn Economic Graph Challenge, May 2015

• Inaugural Speaker, Center for Statistics & Machine Learning, Princeton University, Oct 2014

• Winner of SBP 2014 Grand Data Challenge, 2014

• Hartley Memorial Lecturer, Texas A&M University, October 2014

• Emory University Kutner Distinguished Alumni Award (inaugural winner), 2014

• Arts & Sciences Distinguished Professor of Statistical Science, Duke University, 2013

• Notable Paper Award, International Conference on Artificial Intelligence & Statistics, 2013

• W.J. Youden Award in Interlaboratory Testing, American Statistical Association, 2012

• Top 5% Undergraduate Teaching Course Evaluations, Duke University, 2011

• Distinguished Application Paper Award, 28th International Conference on Machine Learning (ICML),
2011

• Outstanding Alumni Award, Eberly College of Science, Pennsylvania State University, 2011

• President’s Award, Committee of the Presidents of Statistical Societies (COPSS), 2010

• Myrto Lefkopoulou Distinguished Lecturer, Harvard University, 2010

• Fellow, Institute of Mathematical Statistics, 2010

• L.H. Baker Plenary Speaker, 75th Anniversary Iowa State Statistics Department, 2009

• Visiting Professor, Bocconi University, Milan, Italy, 2008

• Mortimer Spiegelman Award (Top Public Health Statistician Under Age 40), 2007

• Fellow, American Statistical Association, 2007

• Gold Medal for Exceptional Service, US Environmental Protection Agency, 2007

• David Byar Young Investigator Award, American Statistical Association, 2000

Department of Statistical Science, Duke University, Durham, North CarolinaProfessional
Experience

• Arts & Sciences Distinguished Professor May 2013 to present

• Professor August 2008 to present

• Adjunct Professor 2006 to 2008

• Adjunct Associate Professor 2000 to 2006

Department of Mathematics, Duke University

• Professor October 2014 to present

Department of Electrical and Computer Engineering, Duke University

• Professor September 2012 to 2018
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Department of Biostatistics, University of North Carolina at Chapel Hill

• Adjunct Associate & Full Professor 2001 to 2013

Biostatistics Branch, National Institute of Environmental Health Sciences

• Senior Investigator (with Tenure) 2002 to 2008

• Tenure Track Investigator 2000 to 2002

• Research Fellow 1997 to 2000

Publications
Citations (from Google Scholar)

• Total number of citations = 70,222

• h-index = 95

• h-index since 2018 = 69

• i10-index = 351 (# publications with at least 10 citations)

Journal of the American Statistical Association

• Dunson, D. B. and Zhou, H. (2000). A Bayesian model for fecundability and sterility. Journal of
the American Statistical Association 95, 1054-1062.

• Dunson, D. B. (2003). Dynamic latent trait models for multidimensional longitudinal data. Journal
of the American Statistical Association 98, 555-563.

• Dunson, D. B. and Colombo, B. (2003). Bayesian modeling of markers of day-specific fertility.
Journal of the American Statistical Association 98, 28-37.

• Dunson, D.B. (2005). Bayesian semiparametric isotonic regression for count data. Journal of the
American Statistical Association 100, 618-627.

• Cai, B. and Dunson, D.B. (2007). Bayesian multivariate isotonic regression splines: Applications
to carcinogenicity studies. Journal of the American Statistical Association 102, 1158-1171.

• Dunson, D.B., Herring, A.H. and Engel, S.M. (2008). Bayesian selection and clustering of polymor-
phisms in functionally-related genes. Journal of the American Statistical Association 103, 534-546.

• Dunson, D.B., Herring, A.H. and Siegariz, A.M. (2008). Bayesian inference on changes in response
densities over response clusters. Journal of the American Statistical Association 103, 1508-1517.

• Dunson, D.B., Xue, Y. and Carin, L. (2008). The matrix stick breaking process: Flexible Bayes
meta analysis. Journal of the American Statistical Association 103, 317-327.

• Rodriguez, A., Dunson, D.B. and Gelfand, A.E. (2008). The nested Dirichlet process (with discus-
sion). Journal of the American Statistical Association 103, 1131-1144.

• Bigelow, J. and Dunson, D.B. (2009). Bayesian semiparametric joint models for functional predic-
tors. Journal of the American Statistical Association 104, 26-36.

• Dunson, D.B. and Xing, C. (2009). Bayesian nonparametric modeling of multivariate unordered
categorical data. Journal of the American Statistical Association 104, 1042-1051.

• Chung, Y. and Dunson, D.B. (2009). Nonparametric Bayes conditional distribution modeling with
variable selection. Journal of the American Statistical Association, 104, 1646-1660.

• Rodriguez, A., Dunson, D.B., and Gelfand, A.E. (2010). Latent stick-breaking processes. Journal
of the American Statistical Association 105, 647-659.

• Ren, L., Dunson, D.B, Lindroth, S. and Carin, L. (2010). Dynamic nonparametric Bayesian models
for analysis of music. Journal of the American Statistical Association, 105, 458-472.
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• Reich, B., Fuentes, M. and Dunson, D.B. (2011). Bayesian spatial quantile regression. Journal of
the American Statistical Association, 106, 6-20.

• Yang, H., Dunson, D.B. and O’Brien, S. (2011). Nonparametric Bayes stochastically ordered latent
class models. Journal of the American Statistical Association, 106, 807-817.

• Canale, A. andDunson, D.B. (2012). Bayesian kernel mixtures for counts. Journal of the American
Statistical Association, 106, 1528-1539.

• Chen, M., Zaas, A., Wood, C., Ginsberg, G.S., Lucas, J., Dunson, D.B. and Carin, L. (2012).
Predicting viral infection from high-dimensional biomarker trajectories. Journal of the American
Statistical Association, 106, 1259-1279.

• Bhattacharya, A. and Dunson, D.B. (2012). Simplex factor models for multivariate unordered
categorical data. Journal of the American Statistical Association, 107, 362-377.

• Bhattacharya, A, Page, G. and Dunson, D.B. (2013). Classification via Bayesian nonparametric
learning of affine subspaces. Journal of the American Statistical Association, 108, 187-201.

• Kunihama, T. andDunson, D.B. (2013). Bayesian modeling of temporal dependence in large sparse
contingency tables. Journal of the American Statistical Association, 108, 1324-1338.

• Murray, J., Dunson, D.B., Lucas, J. and Carin, L. (2013). Bayesian Gaussian copula factor models
for mixed data. Journal of the American Statistical Association, 108, 656-665.

• Zhu, B. and Dunson, D.B. (2013). Locally adaptive Bayes nonparametric regression via nested
Gaussian processes. Journal of the American Statistical Association, 108, 1445-1456.

• Gu, K., Pati, D. and Dunson, D.B. (2014). Bayesian multiscale modeling of closed curves in point
clouds. Journal of the American Statistical Association, 109, 1481-1494.

• Kundu, S. and Dunson, D.B. (2014). Bayes variable selection in semiparametric linear models.
Journal of the American Statistical Association, 109, 437-447.

• Scarpa, B. andDunson, D.B. (2014). Enriched stick breaking processes for functional data. Journal
of the American Statistical Association, 109, 647-660.

• Wheeler, M., Dunson, D.B., Herring, A.H., Pandalai, S.P. and Baker, B.A. (2014). Mechanistic
hierarchical Gaussian processes. Journal of the American Statistical Association, 109, 894-904.

• Bhattacharya, A., Pati, D., Pillai, N. and Dunson, D. (2015). Dirichlet-Laplace priors for optimal
shrinkage. Journal of the American Statistical Association, 110, 1479-90.

• Guhaniyogi, R. and Dunson, D.B. (2015). Bayesian compressed regression. Journal of the Ameri-
can Statistical Association, 110, 1500-14.

• Yang, Y. and Dunson, D.B. (2015). Bayesian conditional tensor factorizations for high-dimensional
classification. Journal of the American Statistical Association, online.

• Zhou, J., Bhattacharya, A., Herring, A.H. and Dunson, D. (2015). Bayesian factorizations of big
sparse tensors. Journal of the American Statistical Association, 110, 1562-76.

• Sarkar, A. and Dunson, D.B. (2016). Bayesian nonparametric modeling of higher order Markov
chains. Journal of the American Statistical Association, 111, 1791-1803.

• Lin, L., St Thomas, B., Zhu, H. and Dunson, D.B. (2017). Extrinsic local regression on manifold-
valued data. Journal of the American Statistical Association, 112, 1261-1273.

• Zhao, S., Engelhardt, B., Mukherjee, S. and Dunson, D.B. (2018). Fast moment estimation for
generalized latent Dirichlet models. Journal of the American Statistical Association, online.

• Durante, D., Dunson, D.B. and Vogelstein, J. (2018). Nonparametric Bayes modeling of pop-
ulations of networks. Journal of the American Statistical Association, with discussion (Editor’s
invited paper JSM 2017).

• Sarkar, A., Chabout, J., Macopson, J.J., Jarvis, E.D. andDunson, D.B. (2018). Bayesian semipara-
metric mixed effects Markov chains with application to volalization syntax. Journal of the American
Statistical Association, online.
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• Johndrow, J., Smith, A., Pillai, N. and Dunson, D.B. (2019). MCMC for imbalanced categorical
data. Journal of the American Statistical Association, 114, 1394-1403.

• Miller, J. and Dunson, D.B. (2019). Robust Bayesian inference via coarsening. Journal of the
American Statistical Association, Online.

• Zhang Z, Descoteaux M, Dunson DB (2019) Nonparametric Bayes models of fiber curves connecting
brain regions. Journal of the American Statistical Association, 114, 1505-1517.

• Mukhopadhyay M, Dunson DB (2020) Targeted random projection for prediction from high-
dimensional features. Journal of the American Statistical Association 115 (532), 1998-2010.

• Li M,Dunson DB (2020) Comparing and weighting imperfect models using D-probabilities. Journal
of the American Statistical Association, 115, 1349-1360.

• Ferrari F, Dunson DB (2021) Bayesian factor analysis for inference on interactions. Journal of the
American Statistical Association 116 (535), 1521-1532.

• Zhu Y, Dunson DB (2022) Classification trees for imbalanced and sparse data: Surface-to-volume
regularization. Journal of the American Statistical Association, Online.

• Chakraborty A, Ou R,Dunson D (2022) Bayesian inference on high-dimensional multivariate binary
data. Journal of the American Statistical Association, to appear.

• Zito A, Rigon T, Ovaskainen O, Dunson D (2022) Bayesian modeling of sequential discoveries.
Journal of the American Statistical Association, Online.

• Chandra N, Dunson D, Xu J (2023) Inferring covariance structure from multiple data sources using
subspace factor analysis. Journal of the American Statistical Association, under revision.

• Ou R, Sen D, Dunson D (2023) Scalable Bayesian inference for time series via divide-and-conquer.
Journal of the American Statistical Association, under revision.

• Papadogeorgou G, Bello C, Ovaskainen O, Dunson DB (2023) Covariate-informed latent interaction
models: Addressing geographic & taxonomic bias in predicting bird-plant interactions. Journal of
the American Statistical Association, Online.

• Dombowsky A, Dunson DB (2023) Bayesian clustering via fusing of localized densities. Journal of
the American Statistical Association, submitted.

• Dewaskar M, Tosh C, Knoblauch J, Dunson DB (2023) Robustifying likelihoods by optimistically
re-weighting data. Journal of the American Statistical Association, submitted.

• Li C et al, Dunson DB (2023) Modeling recurrent failures on large directed networks. Journal of
the American Statistical Association, under revision.

Biometrika

• Peddada, S. D., Dunson, D.B. and Tan, X. (2005). Estimation of order restricted means from
correlated data. Biometrika 92, 703-715.

• Dunson, D.B. and Park, J-H. (2008). Kernel stick breaking processes. Biometrika 95, 307-323.

• Dunson, D.B. and Peddada, S.D. (2008). Bayesian nonparametric inference on stochastic ordering.
Biometrika 95, 859-874.

• Dunson, D.B. (2009). Nonparametric Bayes local partition models for random effects. Biometrika
96, 249-262.

• Rodriguez, A., Dunson, D.B. and Gelfand, A.E. (2009). Nonparametric functional data analysis
through Bayesian density estimation. Biometrika 96, 149-162.

• Bhattacharya, A. and Dunson, D.B. (2010). Nonparametric Bayesian density estimation on mani-
folds with applications to planar shapes. Biometrika, 97, 851-865.

• Pati, D., Reich, B. and Dunson, D.B. (2011). Bayesian geostatistical modeling with informative
sampling locations. Biometrika 98, 35-48.
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• Bhattacharya, A. and Dunson, D.B. (2011). Sparse Bayesian infinite factor models. Biometrika
98, 291-306.

• Wang, L., and Dunson, D.B. (2011). Bayesian isotonic density regression. Biometrika 98, 537-551.

• Banerjee, A., Dunson, D.B and Tokdar, S. (2013). Efficient Gaussian process regression for large
data sets. Biometrika 100, 75-89.

• Armagan, A., Dunson, D.B., Lee, J. and Bajwa, W. (2013). Posterior consistency in linear models
under shrinkage priors. Biometrika, 100, 1011-1018.

• Canale, A. andDunson, D.B. (2013). Nonparametric Bayes modeling of count processes. Biometrika,
100, 801-816.

• Durante, D. and Dunson, D.B. (2014). Nonparametric Bayes dynamic modeling of relational data.
Biometrika, 101, 883-898.

• Lin, L. and Dunson, D.B. (2014). Bayesian monotone regression using Gaussian process projection.
Biometrika, 101, 303-317.

• Kundu, S. and Dunson, D.B. (2014). Latent factor models for density estimation. Biometrika,
101, 641-654.

• Lock, E. and Dunson, D.B. (2015). Shared kernel Bayesian screening. Biometrika, online.

• Kunihama, T. and Dunson, D.B. (2016). Nonparametric Bayes inference on conditional indepen-
dence. Biometrika, online.

• Rao, V., Lin, L. and Dunson, D.B. (2016). Data augmentation for models based on rejection
sampling. Biometrika, 103, 319-335.

• Datta, J. and Dunson, D.B. (2016). Bayesian inference on quasi-sparse count data. Biometrika,
103, 971-983.

• Srivastava, S., Engelhardt, B.E. andDunson, D.B. (2017). Expandable factor analysis. Biometrika,
104, 649-664.

• Wheeler, M.W.,Dunson, D.B. and Herring, A.H. (2017). Bayesian local extrema splines. Biometrika,
online.

• Cheng, L., Srivastava, S. and Dunson, D.B. (2017). Simple, scalable and accurate posterior interval
estimation. Biometrika, 104, 665-680.

• Johndrow JE, Lum K, Dunson DB (2018) Theoretical limits of record linkage and microclustering.
Biometrika, 105(2):431-446.

• Duan LL, Young AL, Nishimura A, Dunson DB (2020) Bayesian constraint relaxation. Biometrika,
107, 191-204.

• Dunson DB, Johndrow J (2020) The Hastings algorithm at fifty. Biometrika, 107, 1-23.

• Legramanti S, Durante D, Dunson DB (2020) Bayesian cumulative shrinkage for infinite factoriza-
tions. Biometrika 107(3), 745-752.

• Nishimura A, Dunson D, Lu J (2020) Discontinuous Hamiltonian Monte Carlo for discrete param-
eters and discontinuous likelihoods. Biometrika 107, 365-380.

• Li D, Dunson DB (2020) Classification via local manifold approximation. Biometrika 107(4), 1013-
20.

• Sen D, Sachs M, Lu J, Dunson D (2020) Efficient posterior sampling for high-dimensional imbal-
anced logistic regression. Biometrika 107(4), 1005-1012.

• van den Boom W, Reeves G, Dunson DB (2021) Approximating posteriors with high-dimensional
nuisance parameters via integrated rotated Gaussian approximation. Biometrika 108(2), 269-282.

• Schiavon L, Canale A, Dunson DB (2022) Generalized infinite factorization models. Biometrika,
Online.
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• Rigon T, Herring AH, Dunson DB (2023) A generalized Bayes framework for probabilistic cluster-
ing. Biometrika, Online.

• Zhu Y, Peruzzi M, Li C, Dunson DB (2023) Radial neighbors for provably accurate scalable ap-
proximations of Gaussian processes. Biometrika, under revision.

Journal of the Royal Statistical Society Series B

• Dunson, D. B. (2000). Bayesian latent variable models for clustered mixed outcomes. Journal of
the Royal Statistical Society B 62, 355-366.

• Dunson, D.B., Pillai, N.S. and Park, J-H. (2007). Bayesian density regression. Journal of the
Royal Statistical Society B 69, 163-183.

• Kessler, D.C., Hoff, P.D. and Dunson, D.B. (2014). Marginally specified priors for nonparametric
Bayes estimation. Journal of the Royal Statistical Society B, 77, 35-58.

• Rao, V., Adams, R. and Dunson, D.B. (2017). Bayesian inference for repulsive point processes.
Journal of the Royal Statistical Society B, 79, 877-897.

• Niu N, Cheung P, Lin L, Dai Z, Lawrence N, Dunson D (2019) Intrinsic Gaussian processes on
complex constrained domains. Journal of the Royal Statistical Society B, 81, 603-627.

• Mukhopadhyay M, Li D, Dunson DB (2020) Estimating densities with nonlinear support using
Fisher-Gaussian kernels. Journal of the Royal Statistical Society B, 82, 1249-1271.

• Didong L, Mukhopadhyay M, Dunson DB (2022) Efficient manifold approximation with spherelets.
Journal of the Royal Statistical Society: Series B, Online.

• Dunson DB, Wu HT, Wu N (2022) Graph based Gaussian processes on restricted domains. Journal
of the Royal Statistical Society: Series B, Online.

• Duan L, Dunson DB (2023) Bayesian spanning tree: Estimating the backbone of the dependence
graph. Journal of the Royal Statistical Society: Series B, revision submitted.

• Gu Y, Dunson DB (2023) Bayesian pyramids: Identifiable multilayer discrete latent structure
models for discrete data. Journal of the Royal Statistical Society: Series B, 85 (2), 399-426.

• Dunson DB, Wu N (2023) Inferring manifolds from noisy data using Gaussian processes. Journal
of the Royal Statistical Society: Series B, under revision.

Annals of Statistics

• Bhattacharya, A, Pati, D,Dunson DB (2014) Anisotropic function estimation using multi-bandwidth
Gaussian processes. Annals of Statistics, 42, 352-381.

• Pati D, Bhattacharya A, Pillai N, Dunson DB (2014) Posterior contraction in sparse Bayesian
factor models for massive covariance matrices. Annals of Statistics, 42, 1102-1130.

• Yang Y, Dunson DB (2016) Bayesian manifold regression Annals of Statistics, 44, 876-905.

• Johndrow J, Bhattacharya A, Dunson DB (2017) Tensor decompositions and sparse log-linear
models. Annals of Statistics, 45, 1-38.

Annals of Applied Statistics

• Rodriguez, A. and Dunson, D.B. (2014). Functional clustering in nested designs: Modeling vari-
ability in reproductive epidemiology studies. Annals of Applied Statistics, 8, 1416-1442.

• Durante, D. and Dunson, D.B. (2016). Locally adaptive dynamic networks. Annals of Applied
Statistics, 10, 2203-2232.

• Wang L, Zhang Z, Dunson D (2019) Common and individual structure of brain networks. Annals
of Applied Statistics, 13, 85-112.

• Ferrari F, Dunson DB (2020) Identifying main effects and interactions among exposures using
Gaussian processes. Annals of Applied Statistics 14 (4), 1743-1758.
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• Moran KR, Dunson D, Herring AH (2021) Bayesian joint modeling of chemical structure and dose
response curves. Annals of Applied Statistics 15 (3), 1405-1430.

• Roy A, Lavine I, Herring AH, Dunson DB (2021) Perturbed factor analysis: Accounting for group
differences in exposure profiles. Annals of Applied Statistics 15 (3), 1386-1404.

• Aliverti A, Dunson DB (2022) Composite mixture of log-linear models with application to psychi-
atric studies. Annals of Applied Statistics, 16 (2), 765.

• Chakraborty A, Ovaskainen O, Dunson DB (2022) Bayesian semiparametric long memory models
for discretized event data. Annals of Applied Statistics, 16 (3), 1380-1399.

• Russo M, Singer BH, Dunson DB (2022) Multivariate mixed membership modeling: Inferring
domain-specific risk profiles. Annals of Applied Statistics, 16 (1), 391-413.

• Legramanti S, Rigon T, Daniele D, Dunson DB (2022) Extended stochastic block models with
application to criminal networks. Annals of Applied Statistics, 16 (4), 2369-2395.

• Chattopadhyay S, Engel S, Dunson DB (2023) Inferring synergistic and antagonistic interactions
in mixtures of exposures. Annals of Applied Statistics, revision submitted.

• Jin B, Herring AH, Dunson DB (2023) Spatial predictions of physically constrained domains:
Applications to Artic sea salinity data. Annals of Applied Statistics, revision submitted.

Biometrics

• Dunson, D. B. (1998). Dose-dependent number of implants and implications in developmental
toxicity. Biometrics 54, 558-569.

• Dunson, D. B. and Haseman, J. K. (1999). Modeling tumor onset and multiplicity using transition
models with latent variables. Biometrics 55, 965-970.

• Dunson, D. B., Weinberg, C. R., Perreault, S. D., and Chapin, R.E. (1999). Summarizing the
motion of self-propelled cells: applications to sperm motility. Biometrics 55, 537-543.

• Dunson, D. B. and Dinse, G. E. (2000). Distinguishing effects on tumor multiplicity and growth
rate in chemoprevention experiments. Biometrics 56, 1068-1075.

• Dunson, D. B. and Weinberg, C. R. (2000). Modeling human fertility in the presence of measure-
ment error. Biometrics 56, 288-292.

• Dunson, D. B. (2001). Bayesian modeling of the level and duration of fertility in the menstrual
cycle. Biometrics 57, 1067-1073.

• Dunson, D. B. and Baird, D. D. (2001). A flexible parametric model for combining current status
and age at first diagnosis data. Biometrics 57, 396-403.

• Dunson, D. B. and Perreault, S. D. (2001). Factor analytic models of clustered multivariate data
with informative censoring. Biometrics 57, 302-308.

• Dunson, D. B. and Baird, D. D. (2002). A proportional hazards model for incidence and induced
remission of disease. Biometrics 58, 71-78.

• Dunson, D. B. and Baird, D. D. (2002). Bayesian modeling of incidence and progression of disease
from cross-sectional data. Biometrics 58, 813-822.

• Dunson, D. B. and Dinse, G. E. (2002). Bayesian models for multivariate current status data with
informative censoring. Biometrics 58, 79-88.

• Chen, Z. and Dunson, D. B. (2003). Random effects selection in linear mixed models. Biometrics
59, 762-769.

• Dunson, D.B., Chen, Z. and Harry, J. (2003). Bayesian joint models of cluster size and subunit-
specific outcomes. Biometrics 59, 521-530.
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• Dunson, D. B., Chulada, P., and Arbes, S. (2003). Bayesian modeling of time varying and waning
exposure effects. Biometrics 59, 83-91.

item Dunson, D.B. and Herring, A.H. (2003). Bayesian inferences in the Cox model for order
restricted alternatives. Biometrics 59, 918-925.

• Dunson, D.B. and Neelon, B. (2003). Bayesian inferences on order-constrained parameters in
generalized linear models. Biometrics 59, 286-295.

• Dunson, D. B., Watson, M. and Taylor, J.A. (2003). Bayesian latent variable models for median
regression on multiple outcomes. Biometrics 59, 296-304.

• Dunson, D.B. and Chen, Z. (2004). Selecting factors predictive of heterogeneity in multivariate
event time data. Biometrics 60, 352-358.

• Dunson, D.B., Holloman, C., Calder, C. and Gunn, L. (2004). Bayesian modeling of multiple lesion
onset and growth from interval censored data. Biometrics 60, 676-683.

• Herring, A.H., and Dunson, D.B. (2004). Modeling the effects of a bi-directional latent predictor
from multivariate questionnaire data. Biometrics 60, 926-935.

• Neelon, B. and Dunson, D.B. (2004). Bayesian isotonic regression and trend analysis. Biometrics
60, 398-406.

• O’Brien, S.M. and Dunson, D.B. (2004). Bayesian multivariate logistic regression. Biometrics 60,
739-746.

• Dunson, D.B. and Stanford, J.B. (2005). Bayesian inferences on predictors of conception probabil-
ities. Biometrics 61, 126-133.

• Hans, C. and Dunson, D.B. (2005). Bayesian inferences on umbrella orderings. Biometrics 61,
1018-1026.

• Cai, B. and Dunson, D.B. (2006a). Bayesian covariance selection in generalized linear mixed
models. Biometrics 62, 446-457.

• Pennell, M.L. and Dunson, D.B. (2006). Bayesian semiparametric dynamic frailty models for
multiple event time data. Biometrics 62, 1044-1052.

• Bigelow, J. and Dunson, D.B. (2007). Bayesian adaptive regression splines for hierarchical data.
Biometrics 63, 724-732.

• Kinney, S. and Dunson, D.B. (2007). Fixed and random effects selection in linear and logistic
models. Biometrics 63, 690-698.

• Pennell, M.L. and Dunson, D.B. (2008). Nonparametric Bayes testing of changes in a response
distribution with an ordinal predictor. Biometrics 64, 413-423.

• Scarpa, B., and Dunson, D.B. (2009). Bayesian hierarchical functional data analysis via contami-
nated informative priors. Biometrics 65, 772-780.

• Cai, B., Dunson, D.B. and Stanford, J.B. (2010). Dynamic model for multivariate markers of
fecundability. Biometrics, 66, 905-913.

• MacLehose, R.F. and Dunson, D.B. (2010). Bayesian semi-parametric multiple shrinkage. Biomet-
rics, 66, 455-462.

• Wang, L. and Dunson, D.B. (2010). Semiparametric Bayes multiple testing: Applications to tumor
data. Biometrics, 66, 493-501.

• Liu, F., Dunson, D.B and Zou, F. (2011). High-dimensional variable selection in meta analysis for
censored data. Biometrics, 67, 504-512.

• Wang, L. and Dunson, D.B. (2011). Semiparametric Bayes proportional odds models for current
status data with under-reporting. Biometrics, 67, 1111-1118.

• Montagna, S., Tokdar, S., Neelon, B. and Dunson, D.B. (2012). Bayesian latent factor regression
for functional and longitudinal data. Biometrics, 68, 1064-1073.
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• Zhou, J., Herring, A.H., Bhattacharya, A. and Dunson, D.B. (2016). Nonparametric Bayes mod-
eling for case control studies with many predictors. Biometrics, 72, 184-192.

• Lock, E. and Dunson, D.B. (2017). Bayesian genome- and epi-genome wide association studies
with gene-level dependence. Biometrics, Online.
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electrostatic Gaussian process. Neural Information Processing Systems (NIPS), arXiv:1506.03768.

• Wang, X., Dunson, D.B. and Leng, C. (2015). No penalty no tears: Least squares in high-
dimensional regression. Neural Information Processing Systems (NIPS).

• Han, S., Liao, X., Dunson, D.B. and Carin, L. (2016). Variational Gaussian copula inference.
Artificial Intelligence and Statistics (AISTATS)

• Wang, Y., Canale, A. and Dunson, D. (2016). Scalable geometrics density estimation. Artificial
Intelligence and Statistics (AISTATS) [Oral & Distinguished Student Paper Award]

• Wang, X. andDunson, D.B. (2016). DECOrrelated feature space partitioning for distributed sparse
regression. Neural Information Processing Systems (NIPS).

• Yin R, Cornelis B, Fodor G, Ocon N, Dunson D, Daubechies I (2016) Removing cradle artifacts in
X-ray images of paintings. SIAM Journal on Imaging Sciences, 9, 1247-1272.

• Guo F, Wang X, Fan K, Broderick T,Dunson D (2016) Boosting variational inference. arXiv:1611.05559.

• Shang, Y. Dunson, D.B. and Song, J-S. (2017). Exploiting big data in logistics risk assessment via
Bayesian nonparametrics. Operations Research, online.
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• Guhaniyogi R, Qamar S, Dunson D (2017) Bayesian tensor regression. Journal of Machine Learning
Research 18(79),1-31.

• Duan L, Johndrow J, Dunson D (2018) Calibrated data augmentation for scalable Markov chain
Monte Carlo. Journal of Machine Learning Research.

• Minsker, S., Sanvesh, S., Lizhen, L. and Dunson, D (2018) Robust and scalable Bayes via a median
of subset posterior measures. Journal of Machine Learning Research.

• Srivastava S, Li C, Dunson DB (2018) Scalable Bayes via barycenter in Wasserstein space. Journal
of Machine Learning Research, 19(1):312-346.

• Nishimura A, Dunson D (2019) Geometrically tempered Hamiltonian Monte Carlo. Journal of
Machine Learning Research, under revision.

• Wang L, Zhang Z, Dunson D (2019) Symmetric bilinear regression for signal subgraph estimation.
IEEE-Signal Processing, 67, 1929-40.

• Thai DH, Wu HT, Dunson DB (2019) Locally convex kernel mixtures: Bayesian subspace learning.
18th IEEE International Conference on Machine Learning and Applications.

• Binette O, Pati D, Dunson DB (2020) Bayesian closed surface fitting through tensor products.
Journal of Machine Learning Research 21 (119), 1-26.

• Roy A, Dunson DB (2020) Nonparametric graphical models for counts. Journal of Machine Learn-
ing Research 21 (229), 1-21.

• Li D,Dunson DB (2021) Geodesic distance estimation with spherelets. Journal of Machine Learning
Research, revision submitted.

• Tam E, Dunson DB (2020) Fiedler regularization: Learning neural networks with graph sparsity.
International Conference on Machine Learning (ICML).

• Paul D, Chakraborty S, Li D, Dunson D (2020) Principal ellipsoid analysis (PEA): Efficient non-
linear dimension reduction & clustering. IEEE Transactions on Pattern Analysis and Machine In-
telligence, under revision.

• Lin L, Saparbayeva B, Zhang MM, Dunson DB (2020) Accelerated algorithms for convex and
non-convex optimization on manifolds. arXiv:2010.08908.

• Sen D, Papamarkou T, Dunson D (2020) Bayesian neural networks and dimensionality reduction.
arXiv:2008.08044.

• Lin L, Lazar D, Sarpabayeva B,Dunson DB (2020) Robust optimization and inference on manifolds.
arXiv:2006.06843.

• Liu M, Dunson DB (2020) Domain adaptive bootstrap aggregating. arXiv:2001.03988.

• Dunson DB, Wu HT, Wu N (2022) Spectral convergence of graph Laplacian and heat kernel recon-
struction in L∞ from random samples. Applied and Computational Harmonic Analysis 55, 282-336.

• Duan LL, Dunson DB (2021) Bayesian distance clustering. Journal of Machine Learning Research
22, 1-27.

• Dunson DB, Wu HT, Wu N (2021) Spectral convergence of graph Laplacian and heat kernel recon-
struction in L∞ from random samples. Applied and Computational Harmonic Analysis 55, 282-336.

• Papadogeorgou G, Zhang Z,Dunson DB (2021) Soft tensor regression. Journal of Machine Learning
Research 22 (219), 1-53.

• Plummer S, Zhou S, Bhattacharya A, Dunson D, Pati D (2021) Statistical guarantees for transfor-
mation based models with applications to implicit variational inference. International Conference on
Artificial Intelligence and Statistics.

• Roy A, Schaich-Borg J, Dunson DB (2021) Bayesian time-aligned factor analysis of paired multi-
variate time series. Journal of Machine Learning Research 22 (250), 1-27.
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• Li D, Lu Y, Chevalier E, Dunson DB (2022) Density estimation and modeling on symmetric spaces.
SIAM Journal of Mathematics in Data Science 4 (4), 1347-1368.

• Peruzzi M, Zhou Y, Dunson DB (2022) Bayesian modular and multiscale regression. Journal of
Machine Learning Research, revision requested.

• Peruzzi M, Dunson DB (2022) Spatial multivariate trees for big data Bayesian regression. Journal
of Machine Learning Research, 23 (17), 1-40.

• Sarkar A, Dunson DB (2022) Bayesian nonparametric higher order hidden Markov models. Journal
of Machine Learning Research, revision requested.

• Sen D, Patra S, Dunson DB (2022) Constrained Bayesian inference through posterior projections.
Journal of Machine Learning Research, revision submitted.

• Song H, Dunson DB (2022) Distributed Bayesian clustering using finite mixture of mixtures. Jour-
nal of Machine Learning Research, revision requested.

• Zhang R, Mak S, Dunson DB (2022) Gaussian process subspace prediction for model reduction.
SIAM Journal on Scientific Computing 44 (3), A1428-A1449.

• Chandra NK, Canale A, Dunson DB (2023) Escaping the curse of dimensionality in Bayesian
model-based clustering. Journal of Machine Learning Research 24 (144), 1-42.

• Chattopadhyay S, Chakraborty A,Dunson DB (2023) Nearest neighbor Dirichlet mixtures. Journal
of Machine Learning Research, to appear.

• Chevallier E, Li D, Lu Y,Dunson D (2023) Exponential-wrapped distributions on symmetric spaces.
SIAM Journal on Mathematics of Data Science 4 (4), 1347-1368.

• Gu Y, Erosheva EA, Xu G, Dunson DB (2023) Dimension-grouped mixed membership models for
multivariate categorical data. Journal of Machine Learning Research 24 (88), 1-49.

• Peruzzi M, Dunson D (2023) Spatial meshing for general Bayesian multivariate models. Journal of
Machine Learning Research, to appear.

• Tam E, Dunson D (2023) Spectral gap regularization of neural networks. Journal of Machine
Learning Research, under revision.

• Tang T, Mak S, Dunson D (2023) Hierarchical shrinkage Gaussian processes: Applications to com-
puter code emulation and dynamical system recovery. SIAM/ASA Journal on Uncertainty Quantifi-
cation, under revision.

• Xu J, Li Y, Yang H, Dunson D, Daubechies I (2023) PiPs: A kernel-based optimization scheme for
analyzing non-stationary 1D signals. Applied and Computational Harmonic Analysis 66, 1-17.

Biomedical Journals

• Dunson, W. A., Paradise, C. J., and Dunson, D. B. (1998). The inhibitory effect of low salinity
on growth and reproduction of the estuarine sheepshead minnow, Cyprinodon variegatus. Copeia 1,
235-239.

• Dunson, W. A. and Dunson, D. B. (1999). Factors influencing growth and survival of the killifish,
Rivulus marmoratus, held in enclosures placed in mangrove swamps. Copeia 3, 661-668.

• Dunson, D. B., Weinberg, C. R., Wilcox, A. J., and Baird, D. D. (1999). Day-specific probabilities
of clinical pregnancy based on two studies with imperfect measures of ovulation. Human Reproduction
14, 1835-1839.

• Dunson, D. B., Haseman, J. K., van Birgelen, A., Stasiewicz, S., and Tennant, R. W. (2000).
Statistical analysis of skin tumor data from Tg.AC mouse bioassays. Toxicological Sciences 55,
293-302.

• Dunson, D. B. and Tindall, K. R. (2000). Bayesian analysis of mutational spectra. Genetics 156,
1411-1418.
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• Wilcox, A. J., Dunson, D. B., and Baird, D. D. (2000). The timing of the fertile window in
the menstrual cycle: Day-specific estimates from a prospective study. British Medical Journal 321,
1259-1262.

• Dunson, D. B., Sinai, I., and Colombo, B. (2001). The relationship between secretions and the
daily probabilities of pregnancy: effectiveness of the TwoDay Algorithm. Human Reproduction 16,
2278-2282.

• Nyska, A., Lomnitski, L., Spalding, J., Dunson, D. B., Goldsworthy, T. L., Grossman, S., Bergman,
M., Ben-Shaul, V., Boorman, G. (2001). Topical and oral administration of the natural water-soluble
antioxidant from spinach reduces the multiplicity of papillomas in the Tg.AC mouse model. Toxicol
Lett 122, 33-44.

• Robbins, W. A., Witt, K. L., Hasemen, J. K., Dunson, D. B., Troiani, L., Cohen, M. S., and
Hamilton, C. D., Perreault, S. D., Libbus, B., Beyler, S.A., Raburn, D. J., Tedder, S.T., Shelby,
M.D. and Bishop, J. B. (2001). Antiretroviral therapy effects on genetic and morphological end
points in lymphocytes and sperm of men with human immunodefiency virus infection. Journal of
Infectious Disease 184, 127-135.

• Wilcox, A. J., Baird, D. D., Dunson, D. B., McChesney, R., and Weinberg, C. R. (2001). Natural
limits of pregnancy testing in relation to the expected menstrual period. Journal of the American
Medical Association 286, 1759-1761.

• Wilcox, A. J., Dunson, D. B., Weinberg, C. R., Trussell, J., and Baird, D. D. (2001). Likelihood of
conception with a single act of intercourse: Providing benchmark rates for assessment of post-coital
contraceptives. Contraception 63, 211-215.

• Dolle, M. E. T., Snyder, W. K., Dunson, D. B., and Vijg, J. (2002). Mutational fingerprints of
aging. Nucleic Acid Research 30, 545-549.

• Dunson, D. B., Colombo, B., and Baird, D.D. (2002). Changes with age in the level and duration
of fertility in the menstrual cycle. Human Reproduction 17, 1399-1403.

• Tiano, H.F., Loftin, C.D., Akunda, J., Lee, C.A., Spalding, J., Sessoms, A., Dunson, D.B., Rogan,
E.G., Morham, S.G., Smart, R.C. and Lagenbach, R. (2002). Deficiency of either cyclooxygenase
(COX)-1 or COX-2 alters epidermal differentiation and reduces mouse skin tumorigenesis. Cancer
Research 62, 3395-3401.

• Zeise, L., Hattis, D., Andersen, M., Bailer, J. A., Bayard, S., Chen, C., Clewell, H., Conolly, R.,
Crump, K., Dunson, D., Finkel, A., Haber, L., Jarabek, A., Kodell, R., Krewski, D., Thomas, D.,
Thorslund, T. and Wassell, T. (2002). Research opportunities in dose response modeling to improve
risk assessment. Human and Ecological Risk Assessment 8, 1421-1444.

• Baird, D.D. and Dunson, D. B. (2003). Why is parity protective for uterine fibroids? Epidemiology
14, 247-250.

• Baird, D. D., Dunson, D. B., Hill, M. C., Cousins, D., Schectman, J. M. (2003). High cumulative
incidence of uterine leiomyoma in black and white women. American Journal of Obstetrics and
Gynecology 188, 100-107.

• Chulada, P.C., Arbes, S.J., Dunson, D.B. and Zeldin, D.C. (2003). Breast-feeding and the preva-
lence of asthma and wheeze in children: Analyses from the third national health and nuitrition
examination survey, 1988-1994. Journal of Allergy and Clinical Immunology 111, 328-336.

• Stanford, J.B., Smith, K.R. and Dunson, D.B. (2003). Vulvar mucus observations and the proba-
bility of pregnancy. American Journal of Obstetrics and Gynecology 101, 1285-1293.

• Bigelow, J.L., Dunson, D.B., Stanford, J.B., Ecochard, R., Gnoth, C., and Colombo, B. (2004).
Mucus observations in the fertile window: a better predictor of conception than timing of intercourse.
Human Reproduction 19, 889-892.

• Dunson, D.B., Baird, D.D., and Colombo, B. (2004). Increased infertility with age in men and
women. Obstetrics and Gynecology 103, 57-62.

• Tingen, C., Stanford, J.B., and Dunson, D.B. (2004). Methodologic and statistical approaches
to studying human fertility and environmental exposure. Environmental Health Perspectives 112,
87-93.
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• Wilcox, A.J., Baird, D.D., Dunson, D.B., and Weinberg, C.R. (2004). On the frequency of inter-
course around ovulation: Evidence for biological influences. Human Reproduction 19, 1539-1543.

• Dunson, D.B., Bigelow, J.L., and Colombo, B. (2005). Reduced fertilization rates for older men
when cervical mucus is sub-optimal. Obstetrics and Gynecology 105, 788-793.

• Gesink Law, D.C.G., Klebanoff, M.A., Brock, J.W., Dunson, D.B. and Longnecker, M.P. (2005).
Maternal serum levels of polychlorinated biphenyls (PCBs) and ρ, ρ′-dichloro-2,2-bis(ρ-chlorophenyl)ethylene
(DDE) and time to pregnancy. American Journal of Epidemiology 162, 523-532.

• Longnecker, M.P., Klebanoff, M.A., Dunson, D.B., Guo, X., Chen, Z., Zhou, H., Brock, J.W.
(2005). Maternal serum level of the DDT metabolite DDE in relation to fetal loss in previous
pregnancies. Environmental Research 97, 127-133.

• Baird, D.D., Kesner, J.S. and Dunson, D.B. (2006). Luteinizing hormone in premenopausal women
may stimulate uterine leiomyomata development. Journal of the Society for Gynecologic Investigation
13, 130-135.

• Scarpa, B. and Dunson, D.B. (2006). Bayesian selection of predictors of conception probabilities
across the menstrual cycle. Paediatric and Perinatal Epidemiology 20, 30-37.

• Scarpa, B., Dunson, D.B. and Colombo, B. (2006). Cervical mucus secretions on the day of
intercourse: An accurate marker of highly fertile days. European Journal of Obstetrics Gynecology
and Reproductive Biology 125, 72-78.

• Baird, D.D., Dunson, D.B., Hill, M.C., Cousins, D. and Schectman, J.M. (2007). Association of
physical activity with development of uterine leiomyoma. American Journal of Epidemiology 165,
157-163.

• MacLehose, R.F., Dunson, D.B., Herring, A.H. and Hoppin, J.A. (2007). Bayesian methods for
highly correlated exposure data. Epidemiology 18, 199-207 (with discussion).

• Stanford, J.B. and Dunson, D.B. (2007). Effects of intercourse patterns in time to pregnancy
studies. American Journal of Epidemiology 165, 1088-1095.

• Elliott, L., Henderson, J., Northstone, K., Chiu, G.Y., Dunson, D.B., and London, S.J. (2008).
Prospective study of breastfeeding in relation to wheeze, atopy, and bronchial hyperresponsiveness
in the Avon Longitudinal Study of Parents and Children (ALSPAC). The Journal of Allergy and
Clinical Immunology 122, 49-54.

• Scarpa, B., Dunson, D.B. and Giacchi, E. (2008). Bayesian selection of optimal rules for timing
intercourse using calendar and mucus. Fertility and Sterility 88, 915-924.

• Baird, D.D., Travlos, G., Wilson, R., Dunson, D.B., Hill, M.C., Cousins, D. and Schectman,
J.M. (2009). Uterine leiomyomata in relation to insulin-like growth factor-I, insulin, and diabetes.
Epidemiology 20, 604-610.

• Chen, B., Chen, M.H., Paisley, J., Zaas, A., Woods, C., Ginsburg, G.S., Hero, A., Lucas, J., Dunson,
D. and Carin, L. (2010). Bayesian inference of the number of factors in gene-expression analysis:
application to human virus challenge studies. BMC Bioinformatics, 11, 552.

• Dzirasa, K, McGrarity, D., Bhattacharya, A., Kumar, S., Takahashi, J., Dunson, D., McClung,
C. and Nicolelis, M. (2011). Impaired limbic gamma oscillatory synchrony during anxiety related
behavior in a genetic mouse model of bipolar mania. Journal of Neuroscience 31, 6449-6456.

• Xing, C. and Dunson, D.B. (2011). Bayesian inference for genomic data integration reduces mis-
clasification rate in predicing protein-protein interactions. PLoS Computational Biology, 7, e1002110.

• Hua, Z., Dunson, D.B., Gilmore, J.H., Styner, M.A., and Zhu, H. (2012). Semiparametric Bayesian
local functional models for diffusion tensor tract statistics. NeuroImage, 63, 460-474.

• Love, C. et al + Dunson, D.B. and Dave, S.S. (2012). The genetic landscape of mutations in
Burkitt lymphoma. Nature Genetics, 44, 1321-1325.

• Kumar, S., Hughes, D., Katz, B.M., Johnson, K.E., Lin, L., Deisseroth, K., Jaaro-Peled, H., Wetsel,
W.C., Dunson, D. and Dzirasa, K. (2012). Cortico-striatal gating dysfunction in a genetic mouse
model of affective dysregulation. Nature Neuroscience, to appear.
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• Wu, Q., Carlson, D.E., Lian, W., Zhou, M., Stoetzner, C.R., Kipke, D., Weber, D., Vogelstein,
J.T., Dunson, D.B. and Carin, L. (2013). Multichannel electrophysiological spike sorting via joint
dictionary learning & mixture modeling. IEEE Transactions on Biomedical Engineering, to appear.

• Zhang, J. et al + Dunson, D.B., and Dave, S.S. (2013). The landscape of genetic sequence variation
in human diffuse large B cell lymphoma. PNAS, 110, 1398-1403.

• Kumar, S., Huntsman, R., Lin, L., Li., Q., Hughes, D., Mague, S., Michel, N., DeMaio, K., Moore,
S.D., Deisseroth, K., Roth, B.L., Dunson, D., Covington, H.E. and Dzirasa, K. (2013). Prefrontal
cortex-amygdala circuit dynamics predicts susceptibility to stress. Science, submitted.

• Li, D., Longnecker, M. and Dunson, D.B. (2013). Lipid adjustment for chemical exposures: Ac-
counting for concomitant variables. Epidemiology, 24, 921-928.

• Lock, E. and Dunson, D.B. (2013). Bayesian consensus clustering. Bioinformatics, 29, 2610-2616.

• Zhu, B., Ashley-Koch, A.E. and Dunson, D.B. (2013). Generalized admixture mapping for complex
traits. G3: Genes, Genomics, Genetics, 3, 1165-1175.

• Carlson, D.E. et al., Dunson, D.B. and Carin, L. (2014). Multichannel electrophysiological spike
sorting via joint dictionary learning and mixture modeling. IEEE Transactions on Biomedical Engi-
neering, 61, 41-54.

• Kessler, D.C., Taylor, J.A. and Dunson, D.B. (2014). Learning phenotype densities conditional on
many interacting predictors. Bioinformatics, 30, 1562-8.

• Zhang, J. et al + Dunson, D.B and Dave, S.S. (2014). The genomic landscape of mantle cell
lymphoma is related to the epigenetically determined chromatin state of normal B cells. Blood, 123,
2988-2996.

• Li D, Dunson, D.B and Wilcox, A. (2015). Benchmark pregnancy rates and the assessment of
post-coital contraceptives: An update. Contraception, 91, 344-9.

• Chabout, J., Sarkar, A., Dunson, D.B. and Jarvis, E.D. (2015). Male mice song syntax depends
on social contexts and influences female preferences. Frontiers in Neuroscience, 9, 76.

• Yazdani, A. and Dunson, D.B. (2015). A hybrid Bayesian approach for genome-wide association
studies on related individuals. Bioinformatics, Advance Access.

• Chabout, J., Sarkar, A., Patel, S.R., Radden, T., Dunson, D.B., Fisher, S.E. and Jarvis, E.D.
(2016). A Foxp2 mutation implicated in human speech deficits alters sequencing of ultrasonic vocal-
izations in adult male mice. Frontier’s in Behavioral Neuroscience, Online.

• Hultman R et al, Dunson D, Kumar S, Deisseroth K, Moore SD, Dzirasa K (2016) Dysregulation of
prefrontal cortex-mediated slow-evolving limbic dynamics drives stress-induced emotional pathology.
Neuron, 91, 439-452.

• Li, D., Heyer, L., Jennings, V.H., Smith, C.A. and Dunson, D.B. (2016). Personalized estimation
of a woman’s most fertile days. European Journal of Contraception and Reproductive Health Care,
21,323-8.

• McKinney, M. et al., Dunson, D.B. and Dave, S.S. (2016). The genetic landscape of hepatosplenic
T cell lymphoma, submitted.

• Carlson, D., Srivastava, S., Vu, M.T., Shirley, M., Burrus, C., Carin, L., Dunson, D, Kumar, S.
and Dzirasa, K. (2016). Behavioral despair increases neuronal cost of action selection, submitted.

• McKinney M et al, Dunson D, Zhuang Y, Dave S (2016) SETD2 functional loss through mutation
or genetic deletion promotes expansion of normal and malignant gd T cells through loss of tumor
suppressor function and upregulation of oncogenic pathways. Blood, 128, 1052-1052.

• Ovaskainen, O., Abrego, N., Halme, P. and Dunson, D. (2016) Using latent variable models to
identify large networks of species-to-species associations at different spatial scales. Methods in Ecology
and Evolution, 7, 549-55.

• Zhang J et al, Dunson D, Dave S (2016) Integrative genetic and clinical analysis through whole
exome sequencing in 1001 diffuse lymphoma (DLBCL) patients reveals novel disease drivers and risk
groups. Blood, 128, 1087.
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• Abrego N, Dunson D, Halme P, Salcedo I, Ovaskainen O (2017) Wood-inhabiting fungi with tight
associations with other species have declined as a response to forest management. Oikos, 126, 2.

• McKinney M et al, Dunson D, Dave S (2017) The genetic basis of hepatosplenic T-cell lymphoma.
Cancer Discovery, 7, 369-379.

• Moffit AB, Ondrejka SL et al Dunson D, Zhuang Y, Hsi ED, Dave SS (2017) Enteropahty-associated
T cell lymphoma subtypes are characterized by loss of function of SETD2. Journal of Experimental
Medicine, 214, 1371-1386.

• Ovaskainen O, Tikhonov G, Dunson D, Grotan V, Engen S, Saether BE, Abrego N (2017) How are
species interactions structured in species-rich communities? A new method for analyzing time series
data. Proc R Soc B, 284.

• Ovaskainen O, Tikhonov G, Norberg A, Guillaume Blanchet F, Duan L, Dunson D, Roslin T,
Abrego N (2017) How to make more out of community data? A conceptual framework and its
implementation as model and software. Ecology Letters, 20, 561-576.

• Reddy A, Zhang J, et al, Dunson D and Dave SS (2017) Genetic and functional drivers of diffuse
large B cell lymphoma. Cell, 171, 481-494.

• Schaich Borg J, Srivastava S, Lin L, Heffner J, Dunson D, Dzirasa K (2017) Rat intersubjective
decisions are encoded by frequency-specific oscillatory contexts. Brain and Behavior 7.

• Tikhonev, G., Abrego, N., Dunson, D. and Ovaskainen, O. (2017). Using joint species distribu-
tion models for evaluating how species-to-species associations depend on the environmental context.
Methods in Ecology and Evolution, 8, 443-452.

• Bertran M, Martinez ML, Wang Y, Dunson D, Sapiro G, Ringach D (2018) Active learning of
cortical connectivity from two-photon imaging data. PloS One 13(5):e0196527.

• Shterev ID, Dunson DB, Chan C, Sempowski GD (2018) Bayesian multi-plate high-throughput
screening of compounds. Scientific Reports 8(1):9551.

• van den Boom W, Schroeder RA, Manning MW, Setji TL, Fiestan GO, Dunson DB (2018). Effect
of A1C and glucose on postoperative mortality in noncardiac and cardiac surgeries. Diabetes Care,
dc172232.

• Zhang Z, Descoteaux M, Zhang J, Girard G, Chamberland M, Dunson D, Srivastava A, Zhu H
(2018) Mapping population-based structural connectomes. NeuroImage 172:130-45.

• Badea A, Wu W, Shuff JM, Wang M, Anderson RJ, Qi Y, Johnson GA, Wilson JG, Koudoro S,
Garyfallidis E, Colton CA, Dunson D (2019) Identifying vulnerable brain networks in mouse models
of genetic risk factors for late onset Alzheimer’s disease. Frontiers in Neuroscience, 13, 72.

• Panea RI, et al, Dunson DB, Dave SS (2019) The whole-genome landscape of Burkitt lymphoma
subtypes. Blood 134(19), 1598-1607.

• Zhang Z, Allen GI, Zhu H, Dunson D (2019) Tensor network factorizations: Relationships between
brain structural connectomes and traits. NeuroImage 197. 330-43.

• Norberg A et al (middle of many authors) (2019) A comprehensive evaluation of predictive perfor-
mance of 33 species distribution models at species and community levels. Ecological Monographs,
e01370.

• Tikhonov G, Duan L, Abrego N, Newell G, White M, Dunson D, Ovaskainen O (2020) Computa-
tionally efficient joint species distribution modeling of big spatial data. Ecology, 101 (2), e02929.

• Winter S, Zhang Z, Dunson D (2021) Multi-scale graph principal component analysis for connec-
tomics. NeuroImage, revision requested.

• Liu M, Zhang Z, Dunson DB (2021) Graph auto-encoding brain networks with applications to
analyzing large-scale brain imaging datasets. NeuroImage, 118750.

• Badea A, Li D, Niculescu AR, Anderson RJ, Stout JA, Williams CL, Colton CA, Maeda N, Dunson
DB (2022) Absolute winding number differentiates mouse spatial navigation strategies with genetic
risk for Alzheimer’s disease. Frontiers in Neuroscience, 16: 848654.
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• Joubert BR, Kioumourtzoglou MA, Chamberlain T, Chen HT, Gennings C, Turyk ME, Miranda
ML, Webster TF, Ensor KB, Dunson DB, Coull BA (2022) Powering research through innovative
methods for mixtures in epidemiology (PRIME) program: Novel and expanded statistical methods.
International Journal of Environmental Research and Public Health, 19 (3), 1378.

• Mahzamia A, Stout JA, Anderson RJ, Moon HS, Han ZY, Beck K, Browndyke JN, Dunson DB,
Johnson KG, O’Brien RJ, Badea A (2022) Identifying vulnerable brain networks associated with risk
for Alzheimer’s disease. Cerebral Cortex, Online.

• Melikechi O, Young AL, Tang T, Bowman T, Dunson DB, Johndrow J (2022) Limits of epidemic
prediction using SIR models. Journal of Mathematical Biology 85 (4), 1-29.

• Zito A, Rigon T, Dunson DB (2022) Inferring taxonomic placement from DNA barcoding aiding
in discovery of new taxa. Methods in Ecology and Evolution 14 (2), 529-542.

• Li D, Nguyen P, Zhang Z, Dunson DB (2022) Tree representations of brain structural connectivity
via persistent homology. Frontiers in Neuroscience, Brain Imaging Methods, under minor revision.

• Liu R, Li M, Dunson D (2022). PPA: Principal Parcellation Analysis for Brain Connectomes and
Multiple Traits. NeuroImage 276, 120214.

• Yang H, Winter S, Dunson DB (2022) Interpretable AI for relating brain structural and functional
connectomes. Neuroimage, revision submitted.

• Young AL, van den Boom W, Schroeder RA, Krishnamoorthy V, Raghunathan K, Wu H-T, Dunson
DB (2023) Mutual information: Measuring nonlinear dependence in longitudinal epidemiological
data. PLOS One 18 (4), e0284904.

• Zhang Y, Liu M, Zhang Z, Dunson DB (2022) Motion-invariant variational auto-encoding of brain
structural connectomes. IEEE Transactions on Medical Imaging, submitted.

Editorial Duties

• Associate Editor, Biometrika, 2019-

• Associate Editor, JASA Theory and Methods, 2023-

• Joint Editor, Journal of the Royal Statistical Society, Series B, 2016-2019

• Area Chair, International Conference on Machine Learning Research, 2014

• Action Editor, Journal of Machine Learning Research, 2013-2015

• Area Chair, Neural Information Processing Systems (NIPS), 2009

• Co-Editor, Bayesian Analysis, 2006 to 2013

• Associate Editor, Biometrika, 2008 to 2015

• Associate Editor, JASA Applications and Case Studies, 2006 to 2012

• Associate Editor, JRSS-B, 2012 to 2016

• Associate Editor, Psychometrika, 2007 to 2009

• Associate Editor, Biostatistics, 2006 to 2008

• Associate Editor, Biometrics, 2000 to 2007

National &
International
Service • Member of NIH Analytics and Statistics for Population Research Panel A (ASPA) Study Section,

2023-present

• Member of Cure Consortium, Observational Study Monitoring Board, 2022-present

• Scientific Committee, Fusion Workshop, Centre International de Recontres Mathematiques, 2022

24 of 36



• Member of NIH Biostatistical Methods and Research Design (BMRD) Study Section, 2020-2022

• Program Leader, SAMSI Deep Learning Program, 2019

• Member of the Biostatistical Methods & Research Design (BMRD) NIH Grant Review Panel, 2019

• Royal Statistical Society (RSS) program chair, Joint Statistical Meetings, 2017

• Chair, Scientific Program Committee, Bayesian Nonparametrics Conference, Paris, 2017

• Member, Honors Committee, Royal Statistical Society, 2016-present

• Founder of IMS Data Science group, 2015-present

• COPSS President’s Award Selection Committee, 2016

• Organizer, SAMSI Program on Bayesian Nonparametrics, 2015

• Co-Leader, SAMSI Computational Neuroscience Program, 2015-2016

• US National Academy of Sciences Committee on Incorporating 21st Century Science into Risk-Based
Evaluations, 2014-2016

• Chair, Fisher Lecturer Selection Committee, 2014

• Organizer, IMS-MSR Conference on Statistics and Data Science, Boston, 2015

• Local Organizing Committee, SAMSI Beyond Bioinformatics Program, 2014-2015

• Local Organizing Committee, Nonparametric Bayes Conference, Raleigh, 2015

• IMS Fellow Selection Committee, 2014-2015

• Fisher Lecturer Selection Committee, 2013

• Organizing Committee, Nonparametric Bayes Conference, Amsterdam, 2013

• IMS Program Chair, Joint Statistical Meetings, Montreal, August, 2012

• Biomedical Computing and Health Informatics Study Section, NIH, June, 2011

• Organizing Committee, Nonparametric Bayes Workshop, Veracruz, Mexico 2011

• Program Chair, Artificial Intelligence in Statistics (AISTATS) 2011 Conference, St Petersburg, FL

• Program Committee, Southern Regional Council on Statistics 2010 Conference, Norfolk, VA

• Student Paper Award Committee, NIPS 2009

• Organizing Committee, Nonparametric Bayes Workshop, NIPS 2009

• Program Committee, 7th Workshop on Bayesian Nonparametrics, Moncalieri, Italy, June 2009

• Program Committee Chair, AISTATS 2009

• Program Committee 6th Workshop on Bayesian Inference in Stochastic Processes, Italy, June 2009

• Board of Directors, International Society for Bayesian Analysis (ISBA), 2008 to present

• Membership Committee, ISBA, 2009 to present

• Mortimer Spiegelman Award Committee, 2008 to present

• Organizing Committee, 40th Symposium on the Interface: Computing Science and Statistics, Durham,
NC, May 2008

• Media Expert, American Statistical Association 2007 to present

• Program Committee, ENAR International Biometrics Society Meeting, 2007 - 2008

• Student Paper Award Committee, ENAR, 2005 to 2008

• Savage Award Committee, 2004 to 2006 (Chair, 2005)
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• Continuing Education Committee, ENAR 2003, 2006

• Membership Committee, ENAR 2001 to 2003

• Regional Advisory Board, ENAR 2000 to 2002

• EPA Perchlorate Risk Assessment Group, 1999 to 2000

• EMF Science Review Symposium, 1998

Direction of
PhD Research

• Braden Scherting, 2022 to present

• Cathy Lee, DSS Duke, 2022 to present

• Glenn Palmer, DSS Duke, 2022 to present

• Alexander Dombowsky, DSS Duke, 2021 to present

• Steven Winter, DSS Duke, 2021 to present

• Yuren Zhou, DSS Duke, 2021 to present

• Bora Jin, DSS Duke, 2020 to 2023 (Johns Hopkins Postdoc)

• Ching-Lung Hsu, Duke Math, 2020 to present

• Tao Tang, Duke Math, 2020 to present

• Jennifer Kampe, DSS Duke, 2021 to present

• Edric Tam, DSS Duke, 2019 to present

• Alessandro Zito, DSS Duke, 2020 to 2023 (Harvard Postdoc)

• Rihui Ou, DSS Duke, 2019 to present

• Pritam Dey, DSS Duke, 2019 to 2023 (Texas A&M Postdoc)

• Shounak Chattopadhyay, DSS Duke, 2018 to 2023 (UCLA Postdoc)

• Yichen Zhu, DSS Duke, 2018 to 2023 (Bocconi University Postdoc)

• Hanyu Song, DSS Duke, 2018 to 2022 (Finance)

• Federico Ferrari, DSS Duke, 2017 to 2021 (Merck Research)

• Yuhan Chen, DSS Duke, 2015 to 2021

• Didong Li, Math Duke, 2016 to 2020 (Assistant Professor UNC Chapel Hill)

• Austin Talbot, DSS Duke, 2016 to 2020 (Stanford Postdoc)

• Emanuele Aliverti, Padua, Italy, 2017 to 2019 (Assistant Professor University Ca’ Foscari, Italy)

• Michael Jauch, DSS Duke, 2015 to 2019 (Assistant Professor Florida State University)

• Sayan Patra, DSS Duke, 2015 to 2019 (LinkedIn)

• Michele Peruzzi, Bocconi, Italy, 2016 to 2018 (Postdoc Duke)

• Massimiliano Russo, Padua, Italy, 2016 to 2018 (Junior Faculty Harvard)

• Willem van den Boom, DSS Duke, 2014 to 2018 (Senior Research Fellow, NUS)

• Lu Wang, DSS Duke, DSS Duke, 2015 to 2018 (Assistant Professor, China)

• Ye (Eric) Wang, DSS Duke, 2014 to 2018 (Facebook)

• Akihiko Nishimura, Math Duke, 2013 to 2017 (winner of Laplace Award) (Assistant Professor, Johns
Hopkins University)
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• Daniele Durante, Univ Padua, Italy, 2012 to 2016 (winner Laplace Award, David Byar Award, SBP
Grand Data Challenge) (Assistant Professor, Bocconi University, Italy)

• James Johndrow, DSS Duke, 2012 to 2016 (Stein Fellow, Stanford University; Assistant Professor
Wharton School, U Penn)

• Xiangyu (Samuel) Wang, DSS Duke, 2013 to 2016 (Google Research)

• Tsuyoshi Kunihama, DSS Duke, 2011 to 2015 (Assistant Professor, Kwansei Gakuin University,
Japan)

• Shaan Qamar, DSS Duke, 2012 to 2015 (Google)

• Yun Yang, DSS Duke, 2011 to 2014 (Assistant Professor, University of Illinois Urbana Champaign)

• Anjishnu Banerjee, DSS Duke, 2010 to 2013 (Assistant Professor, Wisconsin)

• Francesca Petralia, DSS Duke, 2009 to 2013 (Assistant Professor, Mt Sinai)

• David Kessler, Department of Biostatistics, University of North Carolina at Chapel Hill, 2007 to
2013 (SAS)

• Kai Cui, DSS Duke, 2010 to 2012 (Validus Group, Wall Street)

• Matt Wheeler, Department of Biostatistics, UNC-CH, 2010 to 2013 (National Institutes of Health)

• Anirban Bhattacharya, DSS Duke, 2009 to 2013 (Savage Award, Noether Junior Award) (Associate
Professor, Texas A&M University)

• Antonio Canale, Univ. Padua, Italy, 2010 to 2012 (Associate Professor, University of Padua, Italy)

• Debdeep Pati, Department of Statistical Science (DSS), Duke, 2009 to 2012 (Assistant Professor,
Texas A&M University)

• Minghui Shi, DSS Duke, 2009 to 2011 (Google)

• Hongxia Yang, DSS Duke, 2008 to 2010 (Alibaba)

• Suprateek Kundu, Department of Biostatistics, UNC-CH, 2009 to 2012 (Assistant Professor, Bio-
statistics, Emory University)

• Zhaowei Hua, Biostatistics, UNC-CH, 2007 to 2011 (Millennium: The Takeda Oncology Company)

• Yeonseung Chung, Biostatistics, UNC-CH, 2005 to 2008 (Associate Professor, Kaist University, Ko-
rea)

• Ju-Hyun Park, Biostatistics, UNC-CH, 2005 to 2008 (Assistant Professor, Dongguk University, Ko-
rea)

• Abel Rodriguez, DSS Duke (Alan Gelfand co-advisor) 2005 to 2007 (Professor of Statistics, UC Santa
Cruz)

• Jamie Crandell, Biostatistics, UNC-CH, 2003 to 2006 (Research Assistant Professor, UNC-CH)

• Michael Pennell, Biostatistics, UNC-CH, 2003 to 2006 (Associate Professor of Biostatistics, Ohio
State University)

• Laura Gunn, DSS Duke (Dalene Stangl co-advisor) 2002 to 2004 (Associate Professor, UNC-Charlotte)

• Brian Neelon, Biostatistics, UNC-CH, 2001 to 2003 (Associate Professor, Medical University of South
Carolina)
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Postdoctoral
Fellows

• Nico Anceschi, 2022 to present

• Maoran Xu, 2022 to present

• James Matuk, 2021 to 2023 (University of Pittsburgh)

• Miheer Dewaskar, 2021 to present

• Rungang Han, 2021 to 2022 (Finance)

• Michele Peruzzi, DSS Duke, 2020 to 2023 (Assistant Professor, University of Michigan)

• Nan Wu, Math Duke, 2019 to 2022 (Assistant Professor, UT Dallas)

• Aritra Guha, DSS Duke, 2020 to 2021 (AT&T)

• Yuqi Gu, DSS Duke, 2020 to present (Assistant Professor Columbia U)

• Meimei Liu, DSS Duke, 2018 to 2020 (Assistant Professor, VA Tech U)

• Bianca Dumitrascu, DSS Duke, 2019 to 2020 (Early Career Fellow Cambridge)

• Tommaso Rigon, DSS Duke, 2019 to 2020 (Assistant Professor at University of Milano-Bicocca)

• Noirrit Kiran Chandra, DSS Duke, 2019 to 2020 (Assistant Professor, UT Dallas)

• Arkaprava Roy, DSS Duke, 2018 to 2020 (Assistant Professor, U of Florida)

• Antik Chakroborty, DSS Duke, 2018 to 2021 (Assistant Professor, Purdue)

• Georgia Papadogeorgou, DSS Duke, 2018 to 2020 (Assistant Professor, U of Florida)

• Deborshee Sen, DSS Duke & SAMSI, 2017 to 2021 (Assistant Professor, U of Manchester)

• Emmanueal Chevallier, DSS Duke, 2017 to 2018 (Asst Prof, Aix-Marseille University)

• Alex Young, Math Duke, 2017 to 2019 (Undergraduate Advisor & Instructor, Harvard University)

• Shaobo Han, DSS Duke, 2016 to 2019 (Industry)

• Minerva Mukhopadhyay, DSS Duke, 2016 to 2018 (Asst Prof, IIT Bombay)

• Leo Duan, DSS Duke, 2016 to 2018 (Assistant Professor, Florida State University)

• Zhengwu Zhang, DSS Duke/SAMSI (Hongtu Zhu co-advisor), 2015 to present (Assistant Professor,
UNC-CH)

• Abhra Sarkar, DSS Duke, 2014 to 2017 (Assistant Professor, Statistics, UT Austin)

• Cheng Li, 2014-2016 (Assistant Professor, Statistics, National University of Singapore)

• Jeff Miller, DSS Duke, 2014 to 2016 (Assistant Professor, Biostatistics, Harvard)

• Jyotishka Datta, DSS Duke/SAMSI, 2014 to 2016 (Assistant Professor, University of Arkansas)

• Agniva Som, DSS Duke, 2014 to 2015 (Amazon, India)

• Rajarshi Guhaniyogi, DSS Duke, 2012 to 2014 (Assistant Professor, Statistics, University of California
at Santa Cruz)

• Lizhen Lin, DSS Duke, 2012 to 2014 (Assistant Professor, Statistics, Notre Dame)

• Eric Lock, DSS Duke, 2012 to 2014 (Assistant Professor, Biostatistics, University of Minnesota)

• Stanislav Minsker, Duke Math (Mauro Maggioni co-advisor), 2012 to 2014 (Assistant Professor,
Mathematics, University of Southern California)

• Vinayak Rao, DSS Duke, 2012 to 2014 (Assistant Professor, Statistics, Purdue University)
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• Sanvesh Srivastava, DSS Duke (Barbara Engelhardt co-advisor), 2013 to 2015 (Assistant Professor,
Statistics, University of Iowa)

• Nathaniel Strawn, Duke Math (Mauro Maggioni & Larry Carin co-advisors), 2011 to 2012 (Assistant
Professor, Mathematics, Georgetown University)

• Joshua Vogelstein, DSS Duke (Mauro Maggioni, Math co-advisor), 2012 to 2014 (Assistant Professor,
BME, Johns Hopkins)

• Irina Irincheeva, DSS Duke, 2011 to 2012 (Nestle, Lausanne)

• Bin Zhu, Human Genetics, Duke (Allison Ashley-Koch co-advisor), 2010 to 2012 (Tenure track,
National Cancer Institute)

• Hongxiao Zhu, SAMSI & Duke, 2010 to 2012 (Assistant Professor of Statistics, VA Tech)

• Lauren Hannah, DSS Duke, 2010 to 2012 (Assistant Professor of Statistics, Columbia University)

• Artin Armagan, DSS Duke, 2010 to 2011 (SAS)

• Emily Fox, DSS Duke (Mike West co-advisor), 2009 to 2011 (Associate Professor of Statistics, Uni-
versity of Washington)

• Sourish Das, SAMSI and DSS Duke, 2008 to 2009 (SAS)

• Abhishek Bhattacharya, DSS Duke, 2008 to 2010 (Assistant Professor, Indian Statistical Institute)

• LianmingWang, NIEHS, 2006 to 2008 (Associate Professor of Statistics, University of South Carolina)

• Mingan Yang, NIEHS, 2006 to 2008 (Assistant Professor of Mathematics, Central Michigan Univer-
sity)

• Richard MacLehose, NIEHS, 2005 to 2008 (Associate Professor of Epidemiology & Community
Health, University of Minnesota)

• Bo Cai, NIEHS, 2003 to 2006 (Associate Professor of Biostatistics, University of South Carolina)

• Sean O’Brien, NIEHS, 2002 to 2004 (Associate Professor of Biostatistics & Bioinformatics, Duke
University)

• Zhen Chen, NIEHS, 2001 to 2003 (Investigator, National Institutes of Health)

Books
Random Effect and Latent Variable Model Selection, ed. D.B. Dunson. John Wiley & Sons, 2008.

BDA3: Bayesian Data Analysis, Gelman, Carlin, Stern, Dunson, Ventari and Rubin, 2013.

Book Chapters,
Review Papers &
Letters • Weinberg, C. R. and Dunson, D. B. (2000). Some issues in assessing human fertility. Journal of

the American Statistical Association 95, 300-303.

• Dunson, D. B. (2001). Commentary: Practical advantages of Bayesian analysis of epidemiologic
data. American Journal of Epidemiology 153, 1222-1226.

• Weinberg, C. R. and Dunson, D. B. (2002). Some issues in assessing human fertility. In Statistics
in the 21st Century. Boca Raton: Chapman & Hall/CRC, 42-49.

• Dunson, D. B. (2002). Transgenic mouse model. In Encyclopedia of Environmetrics, A. H. El-
Shaarawi and W. W. Piegorsch (eds), 2, 2227-2229, John Wiley & Sons.

• Dunson, D. B. (2002). Fertility studies. In Encyclopedia of Environmetrics, A. H. El-Shaarawi and
W. W. Piegorsch (eds), 2, 769-773, John Wiley & Sons.

• Dunson, D. B. and Colombo, B. (2002). TwoDay Algorithm in predicting fertile time - Reply.
Human Reproduction 17, 1925-1926.
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• Trouba, K., Nyska, A., Styblo, M., Dunson, D.B., Lomnitski, L., Grossman, S., Moser, G., Suttie,
A., Patterson, R., Walton, F., and Germolec, D. (2003). Effect of antioxidants on the papilloma
response and liver glutathione modulation mediated by arsenic in Tg.AC transgenic mice. Arsenic
Exposure and Health Effects V, W.R. Chappell, C.O. Abernathy, R.L. Calderon, and D.J. Thomas
(eds), Elsevier.

• Stanford, J.B. and Dunson, D.B. (2003). Day-specific probabilities of conception in the menstrual
cycle. In Integrating Faith and Science Through Natural Family Planning, R.J. Fehring (ed), 79-99,
Marquette Press.

• Dunson, D.B. (2005). Bayesian Biostatistics. Handbook of Statistics, 25, Bayesian Thinking:
Modeling and Computation, C.R. Rao and D.K. Dey (eds), Elsevier.

• Stanford, J.B., Dunson, D.B. and Tingen, C. (2004). Studying human fertility: Response to Slama
et al. and Joffe et al. Environmental Health Perspectives 112, A605-A606.

• Dunson, D.B. (2005). Bayesian analyses of fecundability. ISBA Bulletin, 11.

• Chen, Z. and Dunson, D.B. (2005). Rejoinder to “comments about joint modeling of cluster size
and binary and continuous subunit-specific outcomes.” Biometrics 61, 866-867.

• Dunson, D.B. (2006). Special issue on reproductive studies. Statistical Methods in Medical Research
15, 91-92.

• Dunson, D.B., Palomo, J., and Bollen, K.A. (2007). Bayesian structural equation modeling. Hand-
book of Latent Variable and Related Models, S-Y. Lee (editor), Elsevier.

• Dunson, D.B. (2007). Discussion of “Bivariate binomial spatial modeling of Loa loa prevalence in
tropical Africa.” Journal of the American Statistical Association, 103:40-41.

• Dunson, D.B. (2008). Nonparametric Bayes applications to biostatistics. Nonparametric Bayes
Statistical Modeling. Cambridge University Press, to appear.

• Cai, B. and Dunson, D.B. (2008). Bayesian variable selection in generalized linear mixed models.
In Random Effect and Latent Variable Model Selection, ed. D.B. Dunson. John Wiley & Sons.

• Ghosh, J. andDunson, D.B. (2008). Bayesian model selection in factor analytic models. In Random
Effect and Latent Variable Model Selection, ed. D.B. Dunson. John Wiley & Sons.

• Kinney, S. and Dunson, D.B. (2008). Bayesian model uncertainty in mixed effects models. In
Random Effect and Latent Variable Model Selection, ed. D.B. Dunson. John Wiley & Sons.

• Dunson, D.B. (2010). Nonparametric Bayesian bioinformatics. Bayesian Modeling in Bioinfor-
matics. D.K. Dey, S. Ghosh, and B.K. Mallick (eds), Chapman & Hall/CRC.

• Dunson, D.B. (2010). Flexible Bayes regression of epidemiologic data. The Oxford Handbook of
Applied Bayesian Analysis, A. O’Hagan and M. West (editors), Oxford University Press, UK.

• Dunson, D.B. and Bhattacharya, A. (2010). Nonparametric Bayes regression and classification
through mixtures of product kernels (with discussion). Bayesian Analysis 9, to appear.

• Stanford, J.B., Mikolajczyk, R.T. and Dunson, D.B.. (2010). Are Chinese people really more
fertile? Fertility & Sterility, 94, e58.

Invited Talks
(2004-Present)

• Bayesian isotonic regression with applications in epidemiology. Seminar sponsored by Columbia
University Department of Statistics (2004)

• Bayesian semiparametric regression for multivariate data. Seminar sponsored by the Department of
Biostatistics, University of North Carolina at Chapel Hill (2004)

• Bayesian semiparametric latent response models. Seminar sponsored by the Institute of Statistics
and Decision Sciences, Duke University (2004)

• Bayesian latent variable methods for biomedical data. ENAR Biometrics Society Meeting in Pitts-
burgh (2004)
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• Bayesian order restricted inference with applications to studies of human fertility. Joint Statistical
Meetings in Toronto (2004)

• Bayesian isotonic regression for epidemiology. Society for Epidemiologic Research (SER) Annual
Meeting in Salt Lake City (2004)

• Bayesian isotonic regression. International Conference on Statistics in Health Sciences in Nantes,
France (2004)

• Declines in male and female fertility with age: Bayesian methods and new results. Seminar sponsored
by the Center for Studies in Demography and Ecology, University of Washington (2004)

• Latent variable modeling of longitudinal data. Workshop on Latent Variable Modeling in the Social
Sciences sponsored by SAMSI (2004)

• Hierarchical density regression. Colloqium sponsored by the Department of Biostatistics, Harvard
University (2004)

• Bayesian latent variable density regression. ENAR Biometrics Society Meeting in Austin, Texas
(2005)

• Bayesian latent variable density regression with applications in molecular epidemiology. Joint Sta-
tistical Meetings (2005)

• Colloqium speaker, Department of Biostatistics and Bioinformatics, University of Louisville (2005)

• Seminar speaker, Department of Biostatistics, University of Pittsburgh (2006)

• Variable selection in nonparametric random effects models, ENAR International Biometric Society
Meeting in Tampa, FL (2006)

• Semiparametric latent trajectory models, Workshop at University of Warwick, UK (2006)

• Invited discussant, Valencia Meeting, Alicante, Spain (2006)

• Seminar speaker, Sandia National Laboratories, Albuquerque, NM (2006)

• Seminar speaker, Department of Biostatistics, MD Anderson Cancer Center (Sept 2006)

• Seminar speaker, Department of Biostatistics, Columbia University (Oct 2006)

• Keynote speaker, International Workshop on Statistical Modelling of Complex Systems, Munich,
Germany (Oct 2006)

• Seminar speaker, Department of Biostatistics, Johns Hopkins University (Oct 2006)

• Seminar speaker, Center for Statistics in the Social Sciences, University of Washington (Jan 2007)

• Invited speaker, International Chinese Statistical Association (ICSA) Meeting, Raleigh (Jun 2007)

• Invited workshop speaker, Society for Epidemiologic Research (SER) Annual Meeting, Boston, MA
(Jun 2007)

• Invited speaker, Joint Statistical Meetings, Salt Lake City, Utah (July 2007)

• Invited speaker, Workshop on the “Construction and Properties of Bayesian Nonparametric Regres-
sion,” Isaac Newton Institute, Cambridge, UK (Aug 2007)

• Seminar speaker, Department of Statistics, University of Wisconsin (Sept 2007)

• Invited speaker, “RISK: Perception, Policy & Practice Workship,” SAMSI, RTP, NC (October 2007)

• Seminar speaker, Department of Biostatistics, University of Michigan (October 2007)

• Seminar speaker, Department of Epidemiology & Biostatistics, University of South Carolina (October
2007)

• Invited speaker, Workshop on the “Modern challenges of curve modelling: inverse problems and
qualitative constraints,” University of Bristol, UK (November 2007)
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• Invited speaker, MCMSki conference in Bormio, Italy (January 2008)

• Invited speaker, session on “Bayesian modeling in biostatistics”, Statistics and Life Sciences Confer-
ence, Munich, Germany (March 2008)

• Invited speaker, ENAR, Arlington, VA (March 2008)

• Invited speaker, Yahoo!, Santa Clara, CA (June 2008)

• Invited speaker, Joint Statistical Meetings, Denver, CO (August 2008)

• Invited discussant, JASA-ACS Invited Paper, JSM, Denver, CO (August 2008)

• Seminar speaker, Department of Statistics, Carnegie Mellon University (October 2008)

• Seminar speaker, Bocconi University, Milan, Italy (December 2008)

• Seminar speaker, Department of Statistics & Operations Research, University of North Carolina at
Chapel Hill (January 2009)

• Seminar speaker, Department of Epidemiology & Biostatistics, University of Georgia, Athens, GA
(February 2009)

• Seminar speaker, Department of Biostatistics, Vanderbilt University (March 2009)

• Invited Speaker, CRM-ISM-GERAD Joint Colloquium, Montreal, Canada (April 2009)

• Plenary Speaker, 75th Anniversary, Department of Statistics, Iowa State University (June 2009)

• Invited Speaker, Nonparametric Bayes Program, Turin, Italy (June, 2009)

• Invited Speaker, TIES Environmetrics Conference, Bologna, Italy (July, 2009)

• Seminar Speaker, Medical University of South Carolina (October 2009)

• Invited Speaker, 60th Anniversary Celebration, Department of Biostatistics, University of North
Carolina at Chapel Hill (October 2009)

• Invited Speaker, “Frontier of Statistical Decision Making and Bayesian Analysis” in honor of Jim
Berger, San Antonio (March, 2010)

• Invited Speaker, Symposium on Modern Bayesian Non-parametrics, University of Texas at Austin
(March, 2010)

• Seminar Speaker, Brigham Young University (April 2010)

• Invited Speaker, International Society for Bayesian Analysis (ISBA) World Meetings, Benidorm,
Spain (June 2010)

• Lecturer, Applied Bayesian Summer School, Italy (June 2010)

• Invited Speaker, Joint Statistical Meetings, Vancouver, Canada (August 2010)

• Seminar Speaker, Department of Statistics, Columbia University (October 2010)

• Invited Discussant, AdapskiIII Workshop, Park City, Utah (January 2011)

• Invited Speaker, ENAR Biometrics Society Meeting, Miami, FL (March 2011)

• Invited Speaker, IISA Conference on Probability, Statistics & Data Analysis, Raleigh, NC (April
2011)

• Invited Speaker, Bayesian Nonparametric Workshop, Veracruz, Mexico (June 2011)

• Invited Speaker, Joint Statistical Meetings, Miami (August 2011)

• Invited Speaker, Department of Biostatistics, Emory University (September 2011)

• Invited Speaker, Department of Statistics, Penn State University (October 2011)

• Invited Speaker, Department of Statistics, University of Michigan (November 2011)
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• Invited Speaker, German Region of International Biometrics Society, Berlin (March 2012)

• Seminar Speaker, Department of Statistics, University of South Carolina (March 2012)

• Invited Speaker, Rand (May 2012)

• Keynote Speaker, Statistics Graduate Student Research Day, University of Toronto (April 2012)

• Invited Speaker, Workshop on Bayesian Inference for Latent Gaussian Models with Application,
Trondheim, Norway (June 2012)

• Plenary Speaker, Centennial Anniversary Conference, Department of Mathematical Sciences, Uni-
versity of Memphis (May 2012)

• Invited Speaker, 8th International Purdue Symposium on Statistics, Purdue University (June 2012)

• Invited Short Course, University of Padova, Padova, Italy (June 2012)

• Invited Speaker, Joint Statistical Meetings, San Diego (July 2012)

• Invited Speaker, Bayesian Nonparametric Workshop, ICERM, Brown University (Sept 2012)

• Invited Speaker, Triangle Genetics Symposium, Chapel Hill, NC (Sept 2012)

• Invited Speaker, Scaling up EM Connectomics Workshop, Janelia Farm Research Campus (Oct 2012)

• Invited Speaker, Department of Statistics, NC State (Oct 2012)

• Invited Speaker, Stochastics Meeting Lunteren, Netherlands (Nov 2012)

• Invited Speaker, Recent Advances in Statistical Inference, Padua, Italy (March 2013)

• Invited Speaker, Department of Biostatistics, University of Minnesota (April 2013)

• Keynote Speaker, Bayesian nonparametrics conference, Amsterdam (June 2013)

• Invited Speaker, Joint Statistical Meetings, Montreal (August 2013)

• Invited Speaker, PDT Partners Hedge Fund (October 2013)

• Invited Speaker, Department of Statistics, Virginia Tech (October 2013)

• Invited Speaker, Department of Biostatistics, Brown University (December 2013)

• Invited Speaker, Department of Biostatistics, Johns Hopkins University (Jan 2014)

• Invited Speaker, Department of Statistics, University of Texas at Austin (March 2014)

• Invited Speaker, ENAR Biometrics Society Meeting, Baltimore (March 2014)

• Invited Speaker, Department of Statistics, University of Warwick, UK (May 2014)

• Invited Speaker, CANSII/SAMSI Geometric, Topological & Graphical Methods Workshop, Fields
Institute, Toronto (May 2014)

• Keynote Speaker, ISBIS/SDLM Conference (June 2014)

• Invited Speaker, Bayesian Biostatistics Conference, University of Zurich, Switzerland (June 2014)

• Invited Speaker, Joint Statistical Meetings, Boston (August 2014)

• Invited Speaker, Uncertainty Quantification Summer School, USC (August 2014)

• Plenary Speaker, Workshop on Big Data & Machine Learning, Greensboro, NC (October 2014)

• Hartley Memorial Lecturer, Department of Statistics, Texas A&M (October 2014)

• Invited Speaker, Department of Statistics, Harvard University (October 2014)

• Invited Speaker, Center for Statistics & Machine Learning (inaugural speaker), Princeton University
(November 2014)
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• Invited Speaker, Department of Statistics, Yale University (November 2014)

• Keynote Speaker, Minghui Yu Memorial Conference, Columbia University (April 2015)

• Invited Speaker, 10th Conference on Bayesian Nonparametrics, Raleigh, NC (June 2015)

• Invited Speaker, Conference on Big Data, Harvard University, Boston, MA (August 2015)

• Invited Speaker, ORFE, Princeton University (October 2015)

• Invited Speaker, Machine Learning, Columbia University (October 2015)

• Invited Speaker, Statistics, University of Chicago (Nov 2015)

• Invited Panelist, Bayesian nonparametrics: The next generation, NIPS Workshop (Dec 2015)

• Plenary Speaker, Sixth IMS-ISBA Joint Meeting Bayes Comp, Lenzerheide (Jan 2016)

• Invited Speaker, ENAR Biometrics Society Meeting, Austin, Tx (March 2016)

• Invited Lecturer, Warwick University, UK (April 2016)

• Plenary Speaker, SIS2016, Salerno, Italy (June 2016)

• Keynote Speaker, International Society for Bayesian Analysis (ISBA) World Meeting, Sardina (June
2016)

• Invited Speaker, Workshop on Distributed and Parallel Data Analysis, SAMSI, Raleigh, NC (Sept
2016)

• Invited Speaker, Biostatistics, University of Michigan (Nov 2016)

• Invited Speaker, ENAR Biometrics Society Meeting, DC (March 2017)

• Invited Speaker, Stochastics, MIT (March 2017)

• Invited Speaker, Statistics, University of Missouri (April 2017)

• Bradley Lecturer, Statistics, University of Georgia (April 2017)

• Invited Speaker, Simons Institute, University of CA Berkeley (May 2017)

• Invited Speaker, Luminy, France (July 2017)

• Keynote Speaker, Bayesian seminar on Bayesian econometrics, Maastricht, Netherlands (October
2017)

• Snedecor Lecturer, Iowa State University (May 2018)

• David Finney Lecture, Edinburgh UK (May 2018)

• Keynote Speaker, Georgia Statistics Day, Athens, GA (Oct 2018)

• Invited Speaker, Scalable Bayes conference, Luminy, France (Nov 2018)

• NeurIPS tutorial, Montreal, Canada (Dec 2018)

• Invited Speaker, International BASP Frontiers Workshop, Villars-sur-Ollon, Switzerland (Feb 2019)

• Invited Speaker, Temple University (April 2019)

• Invited Demo, Leveraging Artificial Intelligence and Machine Learning to Advance Environmental
Health Research and Decisions. National Academy of Science (June 2019)

• IMS Medallion Lecturer, Joint Statistical Meetings (August 2019)

• Visiting Professor, Bocconi University, Milan, Italy (September 2019)

• Invited Speaker, Data Science, University of Michigan (October 2019)

• Invited Speaker, Boston University (November 2019)
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• Keynote Speaker, Statistics in the Life Sciences: Creating a Healthier World Workshop, Boston
(November 2019)

• Invited Speaker, Center for the Discovery of Structure in Complex Data (MiDaS) (July 2020)

• Keynote Speaker, DSSV conference (July 2020)

• Multiple zoom etc talks in late 2020 - present ,

• Pinterest Labs Tech Talk, December 2022

• Invited Speaker, University of California at San Francisco, October 2023

• Invited Speaker, National Institute of Environmental Health Sciences, October 2023

Research
Grants

• NOTE: NIH intramural investigators generally may not compete for extramural funds, so only became
eligible for grants in August, 2008

• Principal Investigator, U.S. National Institutes of Health, R01 ES017240, “Nonparametric Bayes
methods for biomedical studies” ($176,607/yr), 05/15/09-03/31/15

• Principal Investigator, U.S. National Institutes of Health, R01 ES017436, “Bayesian methods for
assessing gene by environment interactions” ($220,523/yr), 09/25/09-06/30/14

• Co-PI, Defense Advanced Research Projects Agency FA8650-11-1-7150, “A Rigorous Statistical
Framework for the Mathematics of Sensing, Exploitation and Execution”, 07/01/11 - 12/31/12.

• Co-Investigator, Office of Naval Research N00014-08-1-0212, “Transfer and active learning for intent
recognition” ($162,549/yr), 12/01/08-11/30/11

• Mini-PI, Defense Advanced Research Projects Agency N66001-07-C-2024, “Clinico-Molecular Pre-
dictors of Presymptomatic Infectious Disease” ($476,111/yr), 09/10/09-09/30/12

• Co-PI, Defense Advanced Research Projects Agency, “Advanced Statistical Analysis of High-Dimensional
Nervous-System Data” ($233,352/yr), 03/30/11-02/28/12

• Co-Investigator, NIH (1R21-CA156168-01A1), “Exome-wide Screening for Common Mutations in
Lymphoma” ($130,500/yr), 06/10/11-05/31/13

• Co-Investigator, NSF (SES-1131897), “NCRN-MN:Triangle Census Research Network,” ($426,007/yr),
10/01/11-09/30/16

• Subaward-PI, U.S. National Institutes of Health, R01-ES020619, “Bayesian Methods for High-Dimensional
Epidemiologic Data” ($74,886/yr), 8/24/11-05/31/16

• PI, Office of Naval Research (ONR), N00014-14-1-0245, “Bayesian Learning for High-Dimensional
Low Sample Size Data” ($448,913), 5/1/14-4/30/17

• Co-Investigator, Health Effects Institute, 4946-RFPA10-3/14-7, “Air Quality by Genomics Interac-
tions in a Cardiovascular Disease Cohort,” ($316,202), 6/1/14-5/31/15

• Statistical Analyst, Leukemia & Lymphoma Society, 0747-14, “Predicting Treatment Futility in
Refractory Diffuse Large B Cell Lymphoma,” ($360,036), 1/1/14-12/31/15

• PI, Nestle Institute of Health Sciences, “Bayesian Models for Longitudinal Omics and Metabolomics
Data”, ($120,246), 11/15/15-11/15/16

• Co-Investigator, NIH, 1R01-GM117106-02, “New methods for quantitative modeling of protein-DNA
interactions,” 9/01/2015-08/31/2020

• Investigator, NIH, 1R01-CA193655-01, “Defining the Functional Role of Mutations in Diffuse Large
B Cell Lymphoma,” ($390,335), 4/1/15-3/31/20

• Co-Investigator, NIH, 1R21-CA195173-01, “The Genetics of Hepatosplenic T Cell Lymphoma,”
($150,000), 4/01/15-3/31/17
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• PI, NSF 1546130 “Scalable Bayes uncertainty quantification with guarantees” ($985,882), 11/01/15-
10/31/19

• Subaward PI, NIH, 1R01-EB022915-01, “Network motifs in cortical computation,” 9/27/16-9/26/19

• PI, ARI W911NF-16-1-0544, “Predicting performance from network data” ($742,129)

• co-PI, sub-contract Laboratory of Analytic Sciences “Theory and methods for coarsened decision
making” (∼ $100K)

• PI, Duke Accenture Program “Bayesian predictive analytics for targeted patient care” (∼ $50K)

• co-PI, US National Institutes of Health, R01 “Reproducibility and robustness of dimensionality
reduction”, 2017-2022.

• PI, US National Institutes of Health, R01 “Structured nonparametric methods for mixtures of expo-
sures”, 2018-2022.

• PI, US National Institute of Health, R01, “CRNS: Geometry-based brain connectome analysis”,
2018-2021.

• PI, Alibaba Innovative Research, “Scalable probabilistic inference for huge multi-domain graphs”,
2017-2020.

• PI, Office of Naval Research, “Probabilistic learning of structure in complex data”, 2017-2020.

• PI, Office of Naval Research, “Calibrated uncertainty quantification in statistical learning”, N00014-
21-1-2510, 2021-2023

• Joint-PI, European Research Council Synergy Grant, “Lifeplan: A planetary inventory of life - A
new synthesis built on big data combined with novel statistical methods”, 2020-2026.

• Multiple grants as co-I and co-PI - e.g., NSF (Simon Mak PI), NIH (Sandeep Dave PI)

• PI, US National Institutes of Health, R01, “Improving inferences on health effects of chemical expo-
sures”, R01ES035625, 2023-2028
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